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Figure S28: Plot comparing Fst with iHS (CEU and YRI). iHS in each population
were grouped into bins of 0.5. The size of the circles in the plot represent the proportion
of the SNPs with Fst greater than the genome wide empirical 5% threshold. Circles in red
represent bins where the proportion of SNPs with Fst greater than the 5% threshold exceeds
10% and those in green represent bins where the proportion is less than 10%.
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